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asymptomatic carriers. The aim of this study, conducted in a rural
area of Muzaffarpur District Bihar, India was to evaluate the per-
formance of serology to identify asymptomatic VL infection in
participants selected from a TMRC cohort area.
Methods & Materials: Blood samples on ﬁlter paper were col-
lected from 437 (seroconverters and controls) cohort participants.
Sampleswere tested by ELISA using two different antigens: Soluble
Leishmania antigens (SLA), and rK39 recombinant protein and DAT
(Direct agglutination Test).
Results: When SLA ELISA compared with both rK39 ELISA and
DAT showed SLA ELISA was positive in all subjects who were pos-
itive with both DAT & rk39 ELISA. SLA ELISA also detects infection
in those who are negative with both tests DAT and rk39 ELISA.
Conclusion: For the diagnosis of asymptomatic infection there
is no need to run both serological (DAT and rK39 ELISA) test. We
also found seropositive samples from the control group might be
we missed some seropositive samples with these serological (rK39
ELISA and DAT) tests so SLA ELISA could be used as marker of Infec-
tion.
http://dx.doi.org/10.1016/j.ijid.2016.02.378
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Determination of absolute accuracy of
diagnostic tests using bayesian LCMs: A
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Background: Viral culture is considered to be the gold standard
method to identify adenoviruses from clinical samples. It can be
affected by various factors like transport conditions, pH. As a con-
sequence of this,the accuracy of the different diagnostic testsmight
have been inaccurately estimated. Objective of this study is eval-
uating the absolute accuracy of three tests using Bayesian latent
class models.
Methods & Materials: The set of data analyzed in this study
was from our prospective study. In brief total of 62 suspected viral
conjunctivitis patients were recruited from Nov2013 to Jan2015,
conjunctival swab was collected and processed for conventional
viral culture(HEp2cell line), IFA using pan adenoviral primary anti-
body(monoclonal antibody directed against hexon protein)&FITC
labeled secondary antibody and Universal semi-nested PCR.
Results: Accuracy of each diagnosis test was evaluated, com-
paring with viral culture which was considered the gold standard
(100%sensitivity & speciﬁcity). Overall isolation rate of adenovirus
was 54.8%(34/62). Viral culture was positive in 23 patients(67.6%);
PCR & IFA detected adenoviruses in 24(70.5%) and 21(61.7%) cases
respectively. Sensitivity and Speciﬁcity of IFA & PCR was 60.9% &
82.1% and 69.6% & 79.5% respectively.
The absolute accuracy of each diagnostic test was evaluated
using Bayesian LCMs, which do not assume any diagnostic test as
a perfect test. Analysis carried out by models provided at this web
address(http://mice.tropmedres.ac)using three tests in one popu-
lation(Walter&Irwig model)simpliﬁed interfaces.
After analysis using Bayesian LCM, the actual sensitivity and
speciﬁcity of the viral culture were reduced to 72.2% & 90.8%. The
sensitivity & speciﬁcity of PCR were increased from 69.6 to77.8%
and 79.5% to92.4%. In both ways PCR appears to be superior to viral
culture in identifying adenovirus. PCR positivity in culture negative
samples may be because PCR can detect even few copies of nucleic
acid and non-viable particles. Also, sensitivity & speciﬁcity of IFA
has increased from60.9% to67.6%and 82.1% to92.9%respectively.
Conclusion: Our study shows thatwhen reference test is imper-
fect, the accuracyof sensitivity and speciﬁcity of alternative test can
be very well determined by Bayesian LCM statistical analysis.
http://dx.doi.org/10.1016/j.ijid.2016.02.379
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Background: Mucormycosis is an emerging fungal infection
associated with high mortality. The standard approaches avail-
able for the diagnosis of this condition are limited as this agent
could only be isolated in 50% of samples processed due to delicate
nature of the agent. Early diagnosis and institution of appropri-
ate antifungal agents is the cornerstone of successful outcome of
mucormycosis. Hence the present studywas conducted to evaluate
PCR-RFLP based molecular technique for diagnosis and identiﬁca-
tion of etiological agents of mucormycosis.
Methods & Materials: Fifty proven or probable cases of
mucormycosis were included in the study. Conventional identiﬁ-
cation was done by microscopy and culture. Molecular diagnosis
was done by amplifying the ribosomal DNA using semi-nested
Mucorales speciﬁc primers of 18s region. We also standardized and
evaluated the utility of PCR–RFLP of 18s region of rDNA in identi-
fying the Mucorales. The ampliﬁed products were sequenced and
were compared to evaluate the efﬁcacy of PCR-RFLP to identify the
Mucorales.
Results: All the samples showed aseptate hyphae on KOH
examination. Isolation was possible in 24(48%) samples. Muco-
rales speciﬁc PCR targeting 18s region was 100% sensitive and the
sequence revealed the species identity inall of them(R. oryzae-80%;
R. microspores-10%; A. elegans-6%; and R. homothallicus-4%). The
molecular pattern obtained by PCR-RFLP could only differentiate
the agent up to genus level. Considering Mucorales speciﬁc PCR as
standard the sensitivity, speciﬁcity, positive and negative predic-
tive values of culture isolation (R. oryzae) was 46% (CI-30.7-62.6),
100% (CI 66.4-100), 100%, and 29% respectively. Molecular tech-
nique could correctly diagnose an additional 26(42%) cases, which
were negative by culture.
Conclusion: Early rapiddiagnosis is thecorner stone in theman-
agement of mucormycosis. The present study reveals the use of
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Mucorales speciﬁc PCR for diagnosis and PCR-RFLP for the identiﬁ-
cation of the causative agent in setup without sequencing facility.
http://dx.doi.org/10.1016/j.ijid.2016.02.380
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Background: The objective of this study is to evaluate the eco-
nomic impact of vaccine-based interventions in response to an
inﬂuenza pandemic, for the city of Chicago, and compare the cost-
beneﬁt metrics between a dynamic agent-based network model
and a staticMarkovmodel. Efﬁcient allocation of clinical resources,
including vaccination, minimizes the costs of deaths, hospitaliza-
tions, and outpatient visits during an inﬂuenza pandemic.
Methods & Materials: The social contact network is a co-
location based synthetic network, generated for the city of Chicago.
The transmission dynamics of the inﬂuenza-like-illness in the
population is simulated using the susceptible-exposed-infectious-
recovered epidemiological model. We compare the costs and
beneﬁts of different vaccine-based interventions in control and
prevention of an inﬂuenza pandemic.
Results: We simulated a base case scenario of no vaccine inter-
vention for the city of Chicago with a basic reproductive number
of 1.5 for a resultant attack rate of 58.1% and health care cost per
capita of $1,124. Applying the vaccine intervention with efﬁcacy
of 40% and compliance rate of 40% was a cost saving intervention
for both the dynamic agent-based network model and the static
Markov model. The net return per capita at 21$ per vaccine is $363
and $261 for the dynamic and static models respectively.
Conclusion: We infer that higher number of cases of Inﬂuenza
are averted in the dynamic agent-based network model in com-
parison to the static Markov model, as well as the vaccine-based
interventions are comparatively more cost effective for all age and
risk groups in the dynamic model.
http://dx.doi.org/10.1016/j.ijid.2016.02.381
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Background: In 2013 Nigeria was home to 9% of PLHIV, 10% of
new infections and 14% of AIDS related deaths. HIV programs are
directed by relevant evidence based National guidelines; providers
in Nigeria have however continued to use various guidelines for
patient management, stating the availability of evidence based
research from various sources in other guidelines.
Methods & Materials: We sought to review the Nigerian
National guidelines for availability of references to determine the
number and characteristics of research references cited. This was
intended to give a picture of the access to, the demand and value
attached to published research and evidence base among profes-
sionals in this ﬁeld at both policy and implementation level. We
conducted a comparative study of 17 national guideline to the
PEPFAR 2012 Guidance for OVC. We collected data on the pres-
ence, frequency, nature, origin, level of evidence and recentness of
research referenced in the guidelines.We also analysed the average
distribution of references per size of documents; and the ratio of
quoted research references to none-research references.
Results: In the 17 National guidelines reviewed, a total of 2685
pages of HIV information (mean= 158 pages per document) was
reviewed. Only 3 (18%) had a reference section; while 14 (82%)
were published without a reference section. A sum of 115 refer-
ences were quoted; 42 (37%) of which was research evidence, with
one of the guidelines being responsible for 71% of all the research
evidence quoted. The average number of references per page in the
17 National guidelines was 60 times less than was obtainable in
a single PEPFAR guideline. The average ratio of none-research to
research references quoted was 1:0.5 in the National guidelines as
opposed to 1:17 in the PEPFAR guidelines.
Conclusion: There is a limited access to quoted research evi-
dence in Nigeria National HIV program guidelines. The lack of
reference in National guidelines may cast doubt on quality of evi-
dence therein andquestion the continueduseof non-local evidence
to direct interventions.
http://dx.doi.org/10.1016/j.ijid.2016.02.382
